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Supplemental Figures 

 

Figure S1. Bayescan plot showing outlier loci under diversifying selection 
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Figure S2. 95% HPD confidence intervals of migration rates (m) estimated in BayesAss 

 

 

Figure S3. Treemap showing the correspondence between mitochondrial haplotypes defined by 
Doughty et al. (2014) and genomic clusters identified by DAPC analyses (left: KD1 and right: KD2). 
The size of each rectangle is proportional to the number of individuals with a given mitochondrial 
haplotype. 


